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-Provide sequence al’13|VSIS of the Mitochondrial D-Loop Region |
mtDNA D-loop) of for 600 samples of chicken,

*The samples will be provided as dried blood spot on FTA card

Biosclences)

2-amplified using

AV1F2 (5'-AGGACT, ACGGC'ITGAAAAGC-3’) as
the forward primer,
|

and H547 (5'- ATGTGCCTGACCGAGGAACCAG-B‘) as
the reverse primer

analysis:

A- Diversity estimation to ident

ify polymorphic sites, haplotype diversity and
nucleotide diversity

B- Analysis of molecular variance (AMOVA)

C- Phylogenetic and demographic analyses
More conditions:

In case any sample was not fully sequences as required will repeated
2-Country of origin for services: Europe or USA or Korea
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